Table 2 The KEGG function enrichment analysis of the overlapping genes with differential expression in breast cancer
	Category
	Description
	Count
	%
	P-value

	KEGG_PATHWAY
	Pathways in cancer
	47
	0.090384615
	3.07E-06

	KEGG_PATHWAY
	Ras signaling pathway
	27
	0.11637931
	3.28E-06

	KEGG_PATHWAY
	Axon guidance
	23
	0.127071823
	3.97E-06

	KEGG_PATHWAY
	PI3K-Akt signaling pathway
	35
	0.098870056
	5.48E-06

	KEGG_PATHWAY
	Proteoglycans in cancer
	24
	0.119402985
	7.33E-06

	KEGG_PATHWAY
	Fluid shear stress and atherosclerosis
	19
	0.136690647
	9.38E-06

	KEGG_PATHWAY
	Leukocyte transendothelial migration
	16
	0.142857143
	2.69E-05

	KEGG_PATHWAY
	Rap1 signaling pathway
	23
	0.111650485
	3.35E-05

	KEGG_PATHWAY
	Focal adhesion
	22
	0.110552764
	5.72E-05

	KEGG_PATHWAY
	Melanoma
	12
	0.166666667
	5.83E-05


