It is recommended to close all other applications and reboot your computer before processing the data to free up as much memory as possible. Create a project folder which contains the relevant files: The Matlab codes, the NCBI library, your excel files with the barcode info, data analysis inputs, taxa and genera of interest, etc (prepared following the format of the templates provided), and all the CSV files.
[image: ]
Edit the LabelsForBarcodes file to provide a unique sample ID for each sample. If you have less than 24 barcodes, you still need to provide labels for the other barcodes in case the data processing matched some of these barcodes by mistake. Close the excel file when you are done.
[image: ]


Set the Matlab path to the relevant folder and open the file “SplitCSVfileAndCreateOTUTable” by double clicking on it:
[image: ]
In the Home tab, use the “Import data” function in the Home tab to open the CSV file you want to process. A warning will show that it is a large file. Depending on your computer it may take a while to open.
[image: ]


Highlight the columns taxid, barcode, and accuracy (by swiping over the top row, E,F,G, in the example below) to select them for import. Import the file as “Numeric Matrix” by choosing that option from the drop-down menu. Then click “Import Selection”. Another warning will show about the size of the file. Click yes. Depending on your computer it may take a while to import. Once the warning is gone, the file has been imported and you can close the import window.
[image: ]
Rename the imported file “data” by clicking on the file name in the workspace
[image: ]

In the Editor tab, edit the file to define the total number of reads for the rarefied output, and the name of the output file (in the example line 17 OTUTableRoot_Akaki_Nov2019.xlsx, the “.xlsx” at the end is important). For the rarefaction (line 12), you will normally choose a number of reads less than the minimal number of reads above the quality threshold across all the samples you are analyzing in your project. However, to include rare species, you want to have at least 10,000 reads, better more. If you have a sample (barcode) with very low number of reads, you may chose a higher number for rarefaction, and an all zeros column will be returned for the samples with less reads in total. You also need to provide the labels for the barcodes (in the example line 68 LabelBarcodes_AKAKI.xlsx) In the Editor tab, click on the green “run” arrow to execute the commands. You may have to click on the big window in the middle to see the editor tab. While the code is running, it will say “Busy” in the bottom left corner of the window. This may take a while.
[image: ]
[image: ]
The output files will be created. The main one in this example is “OTUTableRoot_S3.xlsx” [image: ]
You can open the excel files from your folder. The first spreadsheet contains the complete OTU table with the lineage and the numbers of reads. Because of the library set-up, the species information is often only found in the “root” column.
[image: ]


The second spreadsheet contains the relative abundance of reads (number of reads for each OTU divided by the total number of reads in the sample.
[image: ]
The third spreadsheet contains the complete OTU table with the lineage and the numbers of reads for the rarefied samples. In this spreadsheet the total number or reads for each sample should be the same, making them more comparable.
[image: ]


The fourth spreadsheet contains the complete OTU table with the lineage and the relative abundance of reads for the rarefied samples. In this spreadsheet the sum for each sample/column should equal 1. The rarefied relative abundance table is the data which is typically used in analysis of the similarity between samples (cluster analysis, PCA, ANOSIM, etc).
[image: ]


You can generate an OTU table grouping reads at genus level for reads which have been classified to at least this level. This is recommended, as MinION read errors make species level data unreliable, although it may be interesting for exploration. Open the CreateGeneraOTUTable file. Specify which OTU table with root level data you want to process (line 9), and the name of the genus level output file (line 13). Click run. This may take a while.
[image: ]
The most interesting data is in sheet 4, which is again the rarefied relative abundance data.
[image: ]


Now you can start interpreting the data by comparing the microbial communities for the different samples. Open the OTUTableClusterPCAANOSIMV8 file. For the ANOSIM to work, you need to add the “FTM” folder (Fathom toolbox) to your Matlab toolbox folder. In my machine the path to the relevant folder is for example
C:\Program Files\MATLAB\R2019a\toolbox
The FTM folder (Fathom Toolbox for Matlab) can be downloaded from this link
https://www.marine.usf.edu/research/matlab-resources/fathom-toolbox-for-matlab/
Once your FTM folder is available, you need to set the path to it in the Home tab, using the set path function
[image: ]
In my labtop the path to the Fathom folder is selected as shown below
[image: ]
For the data interpretation, you need to explain how your data is structured/can be grouped, and how you want to label it in the plots. In your OTU Table, select the sample labels
[image: ]


Then use paste special, values, transpose, to copy the labels into the first column of the DataAnalysisInputs spreadsheet (in this example DataAnalysis_NOV2019_Akaki). In column B, you need to explain which data you want to include in the analysis of similarities. This can be done by writing “1” to include the sample, or “0” if you don’t want to include it. In column C write the labels you want to use to identify each sample in the plots. There needs to be a label for each sample, even if you don’t want to include it. You can then group your data according to up to three factors. Factor 1 can have up to 15 classifications/groupings, Factor 2 can have up to 4 classifications/groupings, and Factor 3 up to 2 classifications/groupings. In the example, factor 1 is the location where the samples were taken. There are 4 locations. So write 1, 2, 3, 4 into column D (or 5 for no location). There are canal and pond water samples, which were distinguished by writing 1 or 2 into column F (or 3 if unknown). Samples could also be distinguished by writing 1 or 2 into column H, but there was only one sampling event. Labels to distinguish the groupings go into columns E, G, and I respectively. Keep the factor labels short, as these will be combined into a single label, i.e. “S1:Rural” in the example for the first sample. If you have only one factor to group your samples, just write “1” for all samples for factors 2 and 3, etc. Save and close the DataAnalysisInput file when done.
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In the OTUTableClusterPCAANOSIMV8 file specify which OTU table you want to interpret (line 9) and which spreadsheet provides the information about the structure of the data and labelling (line 12). You should also state which column from the left in your OTU table contains the variable names (i.e. OTU names, line 15), and which column contains the first sample data (line 17). You can also choose how many variables (i.e. OTUs) to display in your PCA biplot (line 19) and which PCA components to display in the plot (typically that would be the first and second component, line 21). There are some further details of the data analysis and plots which you could potentially modify by making changes in this file. For example, the analysis currently uses rarefied relative abundance data (line 9 opens sheet 4) and square-root transforms that data (line 31). Square root transformed relative abundance data is the same as doing a “Hellinger Transformation” on the original data.
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The script performs a cluster analysis, and PCA and tests the significance of the factors in shaping the data using ANOSIM. These evaluations help with an initial exploration of the data. In the example the cluster plot shows a separation of sample S1, and good agreement between replicates.
[image: ]
The PCA plot shows a nice separation of sample S1 from the other water samples along principal component 1. The arrows indicate which OTUs are mainly responsible for the separation of samples along these components (loadings).
[image: ]


The third plot shows the genera responsible for the top 10 loadings of PC1.
[image: ]
The third plot shows the genera responsible for the top 10 loadings of PC1.
[image: ]


You can see the ANOSIM results in the command window. In the example, the factors have a significant effect on the similarity of samples (p < 0.05), but for the pairwise comparison of sampling locations there is an insufficient number of samples to perform the required permutations for a p < 0.05.
[image: ]
Now that you have investigated the overall OTU table, you can extract data you are particularly interested in, for example genera which are present in the human gut microbiome. For this you need an Excel file in the format shown below. Please note that the spelling of the names needs to be 100% correct, including correct capitalization and for example without an “invisible” empty space at the very end of the “string”, otherwise the matching algorithm won’t work.
[image: ]
Open the ExtractGeneraOfInterest file by double clicking on it. On line 9 explain which OTU table you want to process. On line 11 specify the excel spreadsheet containing the OTUs you are interested in. On line 15 specify the name of the workbook for the output. On line 17 specify which column from the left contains the first sample data set.
[image: ]
[bookmark: _GoBack]The file created is structured in the usual format. There is a similar code to interpret root level OTU tables. Open the ExtractSpeciesOfInterest file by double clicking on it. On line 9 explain which root level OTU table you want to process. On line 11 specify the excel spreadsheet containing the OTUs you are interested in. On lines 18 and 19 specify the name of the workbooks for the output. On line 22 specify which column from the left contains the root level taxa information. On line 24 specify which column from the left contains the first data.
[image: ]
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18 — T Reads_Rarefied = readtable (OTUTableRoot, 'Sheet',3); MatrixGolAgg_Reads Rarefi.. 865x12 double
19— T Relab Rarefied = readtable (OTUTableRoot, 'Sheet',4); MatrixGolAgg_RelAb 96912 double
N - - v MatrixGolAgg_RelAb_Rarefi.. 865x12 double
e © [oTuTableGenus ‘Genus_OTUTabl...
OTUTableRoot ‘OTUTableRoot....
New to MATLAB? See resources for Geting Started. X [E 1 Reads 5096421 table
e = Tn SplitcsvfileAndCreateoTUTable (Line 92) ~ [T Reads Rarefied 5274401 table
>> CreateGeneraOTUTable 5T _RelAb 6096x21 table

Warning: Added specified worksheet.
> In tabular/writeXLSFile>getSheetFromBook (line 294)
In tabular/writeXLSFile (line 14)
Select a file to view details In table/write (line 211)
In writetable (line 155)
In CreateGeneraOTUTable (line 97)
S>> v

HT_RelAb_Rarefied

5274x21 table

- script

ENG

Ln 13 Col 42
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VEW

New Variable -
E B 9O e & 0 2 cx
[ Open Variable v
New  New  New Open |_|Compare Impot  Save Favorites
Script Live Script v - Data Workspace | Clear Workspace v -
FLE VARWBLE cope SHULINK ENVRONMENT RESOURCES =
@ EalE > H > Research » Modelling » Bioinformatics » Akaki_Data ~|p
Current Folder B workspace ®
Name ~ | SplitCSViileAndCreateOTUTablem » | CreateGeneraOTUTablem | OTUTableClusterPCAANOSIMVEM 3¢ | + | jame ~ Value
Akaki_Nov2019.csv 1 % This work is licensed under a B [ Genera.Reads 9691 cell
() CreateGeneraOTUTable.asv 2 % Creative Commons Attribution-ShareAlike 4.0 International License. |2l Genera Reads Rarefied 8651 cell
%) CreateGeneraOTUTablem 3 % This code should be attributed to Dr David Werner, Newcastle University. |1l Genera_RelAb 969x7 cell
= DataAnalysisinputs NOV2019_Akaki.xisx 4 % It cannot be guaranteed that the code is error free. If you identify an Genera RelAb_Rarefied 865x1 cell
‘JE""’C‘GE"E”M'"‘E'&"‘ 5 % issue, please contact: david.werner@ncl.ac.uk. Last reviewed: 12/04/2020 | {8 GolAgg_Reads 969x13 table
) ExtractSpeciesOfinterestm o | I £ GolAgg_Reads_Rarefied 865x13 table
GeneraOfinterest_HumanGutMicrobiomexisk i £ GolAgg_RelAb 969x13 table
Generaofinterest_ HumanPutativePathogensxisk £ GolAgg_RelAb_Rarefied 865x13 table
Genus_OTUTableRoot_Akakixis ° % Load your OTU table GolAggindex [80,722228125%...
LabelBarcodes AKAKIxis 9-  OTU Table = readtable('OTUTableGenus_AKAKI.xlsx','Sheet',4): i 865
@ Matlab_Script_Guide.docx 10 % Load a table describing how you want to label your samples in your plots )] LabelFinal_Reads 12 cell
[ NeBitidlineage.mat 11 % and up to 2 factors for grouping your samples. {1l LabelFinal Reads Rarefied  7x72 cell
' OTUTableClusterPCAANOSIMVE.m 12 -  DataknalysisInput_Table = readtable('DataknalysisInputs NOV2019 Akaki.xlsx'); —| 2 LabelFinal RelAb Tx12 cell
B: OTUTableRoot_Akakixisx 13 % Define the OTU_ Table column which contains the labels for your variables L’:"le'ig‘zl'f:e'ﬁbj"’“'e" ;’é;; Cfgd N
- fatrixGol_Reads x12 double
B spicsvrieandCreateOTUTablem 1 ® (or example genus or root) MatrixGol Reads_Rarefied  5274x12 double
TaxaOfinterest_HumanGutMicrobiomexisk 15— variable Column = 1; MatrinGol RetAb 096012 doutle
TaxaOfinterest HumanPutativePathogens.xisx 16 % Define the first OTU Table column which contains data MatrixGol_RelAb_Rarefied  5274x12 double
17-  Firstbata Column = 2; MatrixGolAgg_Reads 969x12 double
18 % Define how many arrows/OTUs you want to include in the PCA plot MatrixGolAgg_Reads_Rarefi.. 865x12 double
19—  NofArrows = 10; MatrixGolAgg_RelAb 969x12 double
20 % Define which principal components you want to display in the PCA plots MatrixGolAgg_RelAb Rarefi... 865x12 double
N dieplay - [1,21; OTUTableGenus ‘Genus_OTUTabl..
2t ECA_display = [1,21: OTUTableRoot ‘OTUTableRoot..
22 % Define the plot font size B1 Reads 5096101 table
23 - FontSz = 20; i
OTUTableClusterPCAANOSIMVE.m (Script) v ontsz . . T Reads Rarefied 5274x21 table
24 % Define the plot line width 5 T_RelAb 6096:21 table
This workis licensed under a PP 2. £ T_RelAb_Rarefied 5274x21 table
Command Window
New to MATLAB? See resources for Getting Started.
In table/write (Lime 211)
In writetable (line 155)
In CreateGeneraOTUTable (line 97)
fi >> g >
- script Ln 14 Col 29
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b % [2] Run Section \?

Breakpoints  Run  Runand < Adance  Runand

E} | H [JFindFiles <o Insert [£1 fx [g] v

L Compare v ) GoTow Comment % i %3

New Open Save

v v v APty \{ Find v Indent = | v Advance Time
FLE NAVIGATE Eom BREAKPONTS RUN =
@& EalF | » H » Research » Modelling » Bioinformatics » Akaki_Data ~|p
Current Folder ® [ Z Editor - H\Research\Modelling\Bioinformatics\Akaki_Data\OTUTableClusterPCAANOSIMVS.m ® x| Workspace ®
Name ~ | SplitCsviileAndCreateOTUTablem | CreateGeneraOTUTablem | OTUTableClusterPCAANOSIMVEm 5 | + | jame ~ Value
57 Akaki Nov2019.csv 1 % This work is licensed under a "~E i ANosIMresut Factort It struct N
_) CreateGeneraOTUTable.asv 2 % Creative Commons Attribution-ShareAlike 4.0 International License. — E| ANOSIMresult_Factor2 I struct
%) CreateGeneraOTUTablem 3 % This code should be attributed to Dr David Werner, Newcastle University. Clust 7x1 Line
E DataAnalysisinputs NOV2019_Akakixisx 4 % It cannot be guaranteed that the code is error free. If you identify an — {l condition 81 logical
‘ﬂmmme"e”m"‘e'&"‘ s % issue, please contact: david.werner@ncl.ac.uk. Last reviewed: 12/04/2020 & Data 80512 table
) ExtractSpeciesOfinterestm o | I DataAnalysisinput_Table 129 table
GeneraOfinterest_HumanGutMicrobiomexisk i DataforAnalysis 8812 double
Generaofinterest_ HumanPutativePathogensxisk DataforAnalysisRaw 865x8 double
Genus OTUTableRoot Akakixisx 8 % Load your OTU table DataforAnalysisSartTranst 8812 double
LabelBarcodes AKAKIxisx 9-  OTU Table = readtable('Genus_OTUTableRoot Akaki.xlsx','Sheet',4); dis 8x8 double
& Matlab_Script_Guide docx 10 % Load a table describing how you want to label your samples in your plots —Hn Ix1 Figure
[ NeBitidlineage mat 11 % and up to 2 factors for grouping your samples. f2 1x1 Figure
#) OTUTableClusterPCAANOSIMVS.m 12 -  DatahnalysisInput Table = readtable ('DataAnalysisInputs NOV2019 Akaki.xlsx'); 3 Ix1 Figure
B: OTUTableRoot Akakixisx 13 % Define the OTU Table column which contains the labels for your variables “ Ix1 Figure
) SplitCsViileAndCreateOTUTablem W % (or example genus or root) :gz:lzbel E:z[]
TaxaOfinterest_HumanGutMicrobiomexisk 15-  Variable Column = 1; e P
TaxaOfinterest HumanPutativePathogens.xisx 16 % Define the first OTU Table column which contains data Factor2 121
17-  Firstbata Column = 2; Factor2label 21 cell
18 % Define how many arrows/OTUs you want to include in the PCA plot Factor2sort m2
19 -  NofArrows = 10; Factor3 1
20 % Define which principal components you want to display in the PCA plots . Factor3label It cell
Factor3sort 1
indow Factor_Colors 15x3 double
New to MATLAB? See resources for Getting Started. x E?;g’;:”g:;‘m" ;" 7cell
Genus_OTUTableRoot_ Akakixisx (Microsoft Excel Worksheet) v ~ .
Fontsz 20
1-way ANOSIM RESULTS: i 4
Index_allzerorows 865x1 logical
Global Test: Index PC1V
No details available R =0.9583 p = 0.0060 (1000 of 105 possible perms) Index_PC1and2 V
Index PC2.V
Pair-Wise Tests: Jk 5 v
fe 1 2: R=1.0000 p =0.3333 (3 of 3 possible perms) o[« >
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EYEION)
%
b % [2] Run Section \?

Breakpoints  Run  Runand < Adance  Runand

E} | [ FindFiles <3 Insert [£1 fx [g] v

L Compare v ) GoTow Comment % i %3

New Open Save

v v v [Pt~ \ Find v Indent = | v Advance Time
FLE NAVIGATE Eom BREAKPONTS RUN =
@ EalE > H > Research » Modelling » Bioinformatics » Akaki_Data ~|p
Current Folder B workspace ®
Name ~ +1 | CreateGeneraOTUTablem » | OTUTableClusterPCAANOSIMV8m | ExtractGeneraOfinterestm*  » | + | jame ~ Value
57 Akaki Nov2019.csv 1 % This work is licensed under a "~ i ANosiMresut Factort 7 struct o
() createGeneraOTUTableasy 2 % Creative Commons Attribution-ShareAlike 4.0 International License. | El ANOSIMresuit Factor2 Ix7 struct
%) CreateGeneraOTUTablem 3 % This code should be attributed to Dr David Werner, Newcastle University. Clust 7x1 Line
= DataAnalysisinputs NOV2019_Akakixisx 4 % It cannot be guaranteed that the code is error free. If you identify an condition 81 logical
‘ﬂmmme"e”m"‘e'&"“ 5 % issue, please contact: david.werner@ncl.ac.uk. Last reviewed: 02/03/2020 » Data 865x12 table
%) ExtractSpeciesOfinterestm = DataAnalysisinput_Table 12x9 table
GeneraOfinterest_HumanGutMicrobiomexisx i DataforAnalysis 8812 double
Generaofinterest_HumanPutativePathogensxisx . . DataforAnalysisRaw 865x8 double
Gehis OTUTbicRaat ALK e 8 % Define the workbook which you want to process DataforAnalysisSqrTransf 84872 double
LabelBarcodes AKAKIxIsk 9 - GeneraTable Name = 'Genus_OTUTableRoot Akaki.xlsx'; dis 8x8 double
& Matiab_Script_Guide.docx 10 % Define the file with the list of genera or species of interest f Ix1 Figure
[ NeBitidlineage mat 11 - GeneraofInterestTable Name = 'GeneraOfInterest HumanGutMicrobiome.xlsx'; 2 1x1 Figure
#) OTUTableClusterPCAANOSIMVE.m 12 % Define the name of the workbook for the output 3 1x1 Figure
Bi OTUTableRoot_Akakixlsx 13 % Make sure the destination is not opened in another application and does b 1,{1.;@,9
#) splitCsVfileAndCreateOTUTablem 14 % not yet already contain data :gz:lzbel Ejzg
TaxaOfInterest HumanGutMicrobiome.xlsx 15~  GeneraTableOut Name = 'HumanGutMicrobiome Genus Akaki.xlsx'; FactorTsort [12:3:41
TaxaOfinterest HumanPutativePathogens.xisx 16 % Define the first OTU Table column which contains data Factor2 121
17-  FirstData Column = 2;| Factor2label 2x1 cell
18 Factor2sort 2
19 % Loading the OTU tables you want to process Factor3 1
20~ T Reads = readtable (GeneraTable Name,'Sheet',1); | |fyFactorstabel I cel
Factor3sort 1
Command Window ® | H Factor_Colors 15x3 double
New to MATLAB? See resources for Getting Started. x E?;g’;:”g:;‘m" ;" 7 cel
Genus_ OTUTableRoot Akakixisx (Microsoft Excel Worksheet) v o :
FontSz 20
1-way ANOSIM RESULTS: i 4
Index_alizerorows 865x1 logical
Global Test: Index PC1V o
No details available R =0.9583 p = 0.0060 (1000 of 105 possible perms) Index_PC1and2 V (1223757677
Index_PC2_V [1223,6977:112
Pair-Wwise Tests: Jk ; v
fi 1 2: R=1.0000 p=0.3333 (3 of 3 possible perms) MIE >
- script Ln 17 Col 22

ENG B;

12/07/2020




image28.png
4\ MATLAB R2019a - academic use

VEW

Scio) ) R,

E} = [ FindFiles <3 Insert [£1 fx [g] v b % s @
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New Open Save Breakpoints  Run  Runand < Adance  Runand
v v v [Pt~ \ Find v Indent = | v v Advance Time
FLE NAVIGATE Eom BREAKPONTS RUN =
@ EalE > H > Research » Modelling » Bioinformatics » Akaki_Data ~|p
Current Folder B workspace ®
Name ~ +1 [ CreateGeneraOTUTablem | OTUTableClusterPCAANOSIMV8m | ExtractGeneraOfinterestm | ExtractSpeciesOfinterestm* ¢ | + | |Name ~ Value
87 AkakiNov2019.csv 1 % This work is licensed under a B Firstpata column >
_) CreateGeneraOTUTable.asv 2 % Creative Commons Attribution-ShareAlike 4.0 International License. | [ GeneraofinterestTable Name 'GeneraOfinteres..
%) CreateGeneraOTUTablem 3 % This code should be attributed to Dr David Werner, Newcastle University. GeneraTable_Name ‘Genus_OTUTabl...
B2 DataAnalysisnputs NOV2019 Akakixisx 4 % It cannot be guaranteed that the code is error free. If you identify an GeneraTableOut_Name “HumanGutMicro...
‘ﬂmmme"e”m"‘e'&"‘ 5 % issue, please contact: david.werner@ncl.ac.uk. Last reviewed: 31/12/2019 = ool 56x1 table
%) ExtractSpeciesOfinterestm* o - I GolAgg_Reads 56x13 table
GeneraOfinterest_HumanGutMicrobiomexisx i 1 GolAgg_Reads Rarefied 56x13 table
Generaofinterest_HumanPutativePathogensxisx . . 1 GolAgg_RelAb 56x13 table
Genus OTUTableRoot Akakinst 8 % Define the workbook which you want to process =| & Golaga_Relab, Rarefied 613 table
HumanGutMicrobiome_Genus_Akakixisx 9 - SpeciesTable Name = 'OTUTableRoot Akaki.xlsx'; GolAggindex 846
LabelBarcodes AKAKIxsx 10 % Define the file with the list of genera or species of interest i 56
o* Mmzbjc,.p(ju.de_dccx 11 - SpeciesofInterestTable Name = 'TaxaOfInterest HumanPutativePathogens.xlsx'; LabelFinal X712 cell
[H NeBididlineage mat 12 % Define the name of the workbook for the output MatrixGol Reads 969x12 double
#) OTUTableClusterPCAANOSIMVE.m 13 % Make sure the destination is not opened in another application and does MatrixGol Reads Rarefied  865x12 double
O e e i . MatrixGol_RelAb 969x12 double
= o b % not yet already contain data MatrixGol_RelAb_Rarefied  865¢12 double
£ splitCsviileAndCreateOTUTablem 15 % Specify a name for the destination of separate counts for taxa and child MatrixOTUolAgg_Reads 56x12 double
TaxaOfinterest_ HumanGutMicrobiome.xisx 16 % taxa, and a name for the destination of aggregated counts for taxa and MatrixOTUolAgg_Reads_Rar... 56x12 double
TaxaOfinterest HumanPutativePathogens.xisx 17 % child taxa MatrixOTUolAgg_RelAb 56x12 double
18 - SpeciesTableOut_Name SpeciesHumanPutativePathogens_Akaki.x1sx'; [ MatrixOTUolAgg_RelAb Rar.. 56x712 double
19—  SpeciesTableOut Name Agg = 'SpeciesHumanPutativePathogens Agg Akaki.xlsx'; {5 T_Reads 969x13 table
20 % Define the input OTU Table column which contains the genera ID you want to £ TReads Rarefied 865x13 table
- E T RelAb 969x13 table
Command Window @ 2 T_RelAb_Rarefied 865x13 table
New to MATLAB? See resources for Getting Started. =3
OTUTableRoot_Akakixisx (Microsoft Excel Worksheet) v o> ExtractGeneraOfInterest o
Warning: Added specified worksheet.
> In tabular/writeXLSFile>getSheetFromBook (line 294)
In tabular/writeXLSFile (line 14)
No details available In table/write (line 211)
In writetable (line 155)
In ExtractGeneraOfInterest (line 83)
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« © 4 1 > ThisPC > HA > Research > Modelling > Bioinformatics > Akaki_Data v U] | search Akaki_ o
~  Name " Date modified Type Size
v #C
2 @ Akaki_Nov2019 12/07/2020 1538 Microsoft Excel Co.. 337,601 KB
% CreateGeneraOTUTable 30/06/20201528  MATLAB Code s5Kk8
= @ DataAnalysisinputs NOV2019_Akaki 30/06/2020 1548 Microsoft Excel W. 16 K8
A . ExtractGeneraOfinterest 30/06/20201528  MATLAB Code 4x8
. ExtractSpeciesOfinterest 30/06/20201528  MATLAB Code 6K8
= @ GeneraOfinterest HumanGutMicrobiome  02/03/2020 1150 Microsoft Excel W. 9Ke
L @ Generaofinterest_HumanPutativePathoge.. 12/07/2020 1446 Microsoft Excel W. 10K8
1 @ LabelBarcodes AKAKI 12/07/2020 1236 Microsoft Excel W. 16 K8
1 @ Matlab_Script Guide 12/07/2020 1512 Microsoft Word D. 2978 K8
x 7 NCBIbddlineage 30/06/2020 1548 Microsoft Access T.. 42,110 K8
£ OTUTableClusterPCAANOSIMVS 30/06/20201528  MATLAB Code 10K8
v &C % splitCsviileAndCreateOTUTable 12/07/2020 1520 MATLAB Code s5Kk8
L} @ TaxaOfinterest_HumanGutMicrobiome 02/03/2020 1424 Microsoft Excel W. 11K
[ @ TaxaOfinterest_HumanPutativePathogens  12/07/2020 1452 Microsoft Excel W. 11K
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b % [2] Run Section \I?

Breakpoints  Run  Runand < Adance  Runand

E} | H [ Find Files = Insert [£1 fx [g] v

L Compare v ) GoTow Comment % i %3

New Open Save

v v v [Pt~ \ Find v Indent = | v Advance Time
FLE NAVIGATE Eom BREAKPONTS RUN =
@ EalE > H > Research » Modelling » Bioinformatics » Akaki_Data ~|p
Current Folder Workspace ®
Name ~ | splitCsvfileAndCreateOTUTablem ¢ | + | Name ~ Value
87 Akaki_Nov2019.csv [1 | This work is licensed under a byl®|
%) CreateGeneraOTUTablem 2 % Creative Commons Attribution-ShareAlike 4.0 International License.
DataAnalysisinputs_NOV2019_Akaki.xlsx 3 % This code should be attributed to Dr David Werner, Newcastle University.
:Jm'ﬂﬂﬁe"emm'"le'est"\ 4 % It cannot be guaranteed that the code is error free. If you identify an
£) ExtractspeciesOfinterestm 5 % issue, please contact: david.werner@ncl.ac.uk. Last reviewed: 11/03/2020
GeneraOfinterest_HumanGutMicrobiomexisx i
Generaofinterest_HumanPutativePathogens.xisx 7 % Define the total number of reads per sample for the rarefication. This
LabelBarcodes AKAKIxisx X X -
8% Matiab,Script.Guidedocx 8 % will typically be a number smaller than the minimum total number of
[ NCBItidlineage.mat 9 % classified reads for sample with the lowest number of reads amongst
%) OTUTableClusterPCAANOSIMVE.M 10 % the samples you want to compare. For samples with less than the specified
#) SplitCsVfileAndCreateOTUTablem 11 % number or reads, an all zeros column will be returned ]
TaxaOfinterest_HumanGutMicrobiome xisx 12-  Tot_reads rarified = 90000;
B: TaxaOfinterest_HumanPutativePathogens.xisx 13 % Define the name of the excel workbook for the output. The name needs to o
14 % include the .xlsx extension.
15 % Make sure the destination is not opened in another application and does
16 % not yet already contain data
17—  Workbook Name = 'OTUTableRoot Akaki.xlsx';
18
19 % Reducing the data file to exclude unnecessary columns and rows
20— if size(data,2) > 2 v
Command Window ®
New to MATLAB? See resources for Getting Started. =3
Details v >
Select a file to view details
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